Key indicators: single-crystal X-ray study; T = 291 K; mean (C-C) = 0.003 Å; R factor = 0.039; wR factor = 0.106; data-to-parameter ratio = 13.6.
Related literature
For bond-length and angle data, see: Lee et al. (2000) . For the synthesis of palladium-catalysed key intermediates to condensed heteroaromatic rings, see: Sakamoto et al. (1988) . For the biological function of tryptamines and their derivatives, see: Monckton & McCormick (2002) .
Experimental
Crystal data C 23 H 17 F 2 NO M r = 361.38 Triclinic, P1 a = 10.9845 (11) Å b = 11.2002 (11) Å c = 15.1964 (16) Å = 87.6150 (10) = 80.7510 (10) = 76.9900 (10) V = 1797.9 (3) Å 3 Z = 4 Mo K radiation = 0.10 mm À1 T = 291 (2) K 0.38 Â 0.30 Â 0.20 mm
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.965, T max = 0.981 13827 measured reflections 6630 independent reflections 4487 reflections with I > 2(I) R int = 0.019 Refinement R[F 2 > 2(F 2 )] = 0.039 wR(F 2 ) = 0.106 S = 1.02 6630 reflections 487 parameters H-atom parameters constrained Á max = 0.13 e Å À3 Á min = À0.16 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg3, Cg5, Cg9 and Cg11 are the centroids of the C3-C8, C26-C31, N2/C24-C26/C31 and C18-C23 rings, respectively. Symmetry codes: (i) Àx þ 1; Ày; Àz þ 1; (ii) x À 1; y; z; (iii) Àx; Ày þ 1; Àz.
Data collection: APEX2 (Bruker, 2004); cell refinement: SAINT (Bruker, 2004); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL and PLATON (Spek, 2003) . Fig. 1 . View of the molecular structure of (I) with atom numbering scheme and 30% probability displacement ellipsoids for non-hydrogen atoms. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
0.30250 (12) −0.18113 (10) 0.34221 (7) 0.0807 (4) (12) 0.0007 (10) 0.0055 (9) 0.0044 (11) C34 0.0413 (9) 0.0474 (10) 0.0403 (9) −0.0091 (8) −0.0026 (7) 0.0001 (7) C35 0.0381 (9) 0.0475 (10) 0.0423 (9) −0.0084 (7) −0.0077 (7) 0.0006 (8) C36 0.0668 (12) 0.0527 (11) 0.0461 (10) −0.0095 (9) −0.0138 (9) −0.0029 (9) C37 0.0731 (13) 0.0449 (11) 0.0612 (12) −0.0081 (9) −0.0176 (10) −0.0006 (9) C38 0.0541 (11) 0.0534 (12) 0.0537 (11) −0.0079 (9) −0.0169 (8) 0.0129 (9) supplementary materials sup-11 Fig. 1 
